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complexW I'ringi^g the complex thus 



formed into contact with a candidate compound; 



or 




incubating said firs, polypeptide with said second polypeptide in the 
presence of a cat^idate con>po„nd under conditions which would allow ti,e first 

,eptide to bind V *e second polypeptide in the absence of tite candidate conrpound; 



(b) determinin^l^aid candidate command inhibits or disrupts binding of ti>e 
first polypeptide to the second^olypeptide; 
wherein sard ftrst polypeptide c ^ ^"^^ ^""'^"^^ 

sequence shown in SEQ ID NO: 1 anVd second polypeptide conrprises a TRIM 

sequence which binds to a said TRAM s\ence. 

37. m mettrod ^or6in^...^ wherein said candidate compound is a 
polypeptide comprising a Wm and/or a TRIM sequence. 

38 The metirod acc W to ctaim36 wherein said first polypeptide and/or said 

second polypeptide is a viral Wypeptide. 

39. The metitod accorig to,ctaim38wherein said viral polypeptide is a human 

papillomavirus (HPV) polypeptijle. 

40. m metirod acVording to claim39 wherein said HPV polypeptide is E6. 

41. The method acLding to^ wherein said firs, polypeptide and/or said 
second poly peptide is a pol}^eptide found in eukaryotic cells. 

V Tl,e metirod according to claiaj^wherein said eukaryotic polypeptide is 
selected from transcription factors and cell cycle regulatory proteins. 
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43. The method according to claim 41 wherein said eukaryotic polypeptide is 
ed from mdm2, hSS, TBP, E2F, YYl, CBP, p300, MyoD and TFIIB. 

44. The method according to claim 36 wherein said TRIM sequence consists 
essentially of the sequence shown in SEQ ID NO: 10. 

45. X method for identifying a compound which interacts with a polypeptide 
comprising a TRAM sequence consisting essentially of the sequence shown in SEQ ID 
NO: 1 and/or a TRIN^sgg^ence which binds to a said TRAM sequence, which method 
comprises: 

(a) incubatiing acaffiii^te compound with a polypeptide comprising a TRAM 
sequence and/or a TRIM sequencevunder suitable conditions; and 

(b) determining if said candidatbscompound interacts with said polypeptide 
comprising a TRAM sequence and/or a TRIN^ sequence. 

46. The method according to elaiEn45 wh^ein said compound is a polypeptide. 

47. The methodVccording to clmm^ said TRIM sequence consists 
essentially of the sequencAshown in SEQ ID NO: 10. 

48. A purified polyp^iidp^consisting essentially of a TRAM sequence consisting 
essentially of the sequence shqwn in SEQ ID N0:1 or a TRIM sequence which binds to a 
said TRAM sequence. 

49. A polynucleotide molbcule comprising a coding region encoding the 
polypeptide according to ciaim 48. 
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50. The polynucleotide according to..£l^m4^ comprising an additional 
coding region linked \o, and in frame with, the coding region encoding a said 
polypeptide. 

51 . The polynucl^tide according to clairg^g in the form of a nucleic acid vector. 

52. The method according^to claim 36 wherein the TRAM sequence is selected 



from the group consisting of: 

RKTNGGCPVCKQ (SE\3 ID N0:3), 



RKTNGGCPVCKQPI (SEQ ID NO:4), and 
GCKRKTNGGCPVCKQLIAL (SEQ ID NO:5). 



53. The method according to 

54. The method according t' 



E6 protein or HPV-18 E6 proti 




wherein the first polypeptide is GBP. 



52 wherein the TRIM sequence is located 



within the second zinc finger ofJ^V-16 o^-18 E6 protein. 

55. The method accordi^'Ho^gJ^Mi 52 wherein the second polypeptide is HPV-16 



REMARKS 



Favorable consideration of this application and entry of the foregoing amendments 
are requested. 

New claims 36-55 are fully supported by an enabling disclosure, including the 
claims as originally filed. 

A favorable Action on the merits is respectfully requested. 
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